A suitable single crystal A or B (~0.2 × 0.2 × 0.1 mm) was embedded in paraffin oil and mounted on a Bruker SMART Apex II CCD diffractometer equipped with a graphite-monochromator Mo Kα radiation source (λ = 0.71073 Å, μ = 0.828 mm -1 ) that was operated in the ω-scan mode under a nitrogen stream (50C). Data were corrected for Lorentz and polarization effects using the SAINT program, and semi-empirical absorption corrections based on equivalent reflections were also applied using SADABS. The structure was elucidated through direct methods and refined by the full-matrix least-squares method on F 2 values using SHELXS-97 and SHELXL-97, respectively. 1,2 All non-hydrogen atoms were refined anisotropically, and carbon-bound hydrogen atoms were introduced at calculated positions and treated as riding atoms with an isotropic displacement parameter equal to 1.2 times that of the parent atom. 16 water molecules in the compound were omitted using the SQUEEZE option in the PLATON program. Analytical expressions for neutral-atom scattering factors were employed, and anomalous dispersion corrections were incorporated. Details of the crystal parameters, data collection conditions, and refinement statistics are summarized in Table S4 , and crystallographic data have been deposited at the Cambridge Crystallographic Data Centre as supplementary publication No. CCDC-1837080-1837081. These data can be obtained free of charge via
X-ray crystallography.
A suitable single crystal A or B (~0.2 × 0.2 × 0.1 mm) was embedded in paraffin oil and mounted on a Bruker SMART Apex II CCD diffractometer equipped with a graphite-monochromator Mo Kα radiation source (λ = 0.71073 Å, μ = 0.828 mm -1 ) that was operated in the ω-scan mode under a nitrogen stream (50C). Data were corrected for Lorentz and polarization effects using the SAINT program, and semi-empirical absorption corrections based on equivalent reflections were also applied using SADABS. The structure was elucidated through direct methods and refined by the full-matrix least-squares method on F 2 values using SHELXS-97 and SHELXL-97, respectively. 1,2 All non-hydrogen atoms were refined anisotropically, and carbon-bound hydrogen atoms were introduced at calculated positions and treated as riding atoms with an isotropic displacement parameter equal to 1.2 times that of the parent atom. 16 water molecules in the compound were omitted using the SQUEEZE option in the PLATON program. Analytical expressions for neutral-atom scattering factors were employed, and anomalous dispersion corrections were incorporated. Details of the crystal parameters, data collection conditions, and refinement statistics are summarized in Figure S1 . Powder X-ray diffraction (PXRD) of A and B, respectively. 
